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Table jV: HLA Class I Standard Peptide Binding Affinity. 









ALLELE 


STANDARD 
PEPTIDE 


SEQUENCE 


SEQ 
ID 

NO: 


[STANDARD 
BINDING 
AFFINITY (nM) 

i 


A*0101 


944.02 


YLEPAIAKY 


2109 


25 


A*0201 


941.01 


FLPSDYFPSV 


2110 


5,0 


A*0202 


941.01 


FLPSDYFPSV 


2111 


4.3 


A*0203 


941.01 


FLPSDYFPSV 


2112 


10 


A*0205 


941.01 


FLPSDYFPSV 


2113 


4.3 


A*0206 


941.01 


FLPSDYFPSV 


2114 


3.7 


A*0207 


941.01 


FLPSDYFPSV j 

(1 


2115 


23 


A*6802 


1072.34 


YVIKVSARV 1 


2116 


8.0 


A*0301 


941.12 


KVFPYALINK | 


2117 


11 


A*1101 


940.06 


AVDLYHFLK | 


2118 


6.0 


A*3iOi 


1 . 1 z 


■wr X T"r->T^X TAT rK TTjT tl 

ivv rr I -rt-i^iiNJv 1 


1 1 n 
^ 1 1 


1 o 
1 o 


A*330l 


1083.02 


STLPETYVVRR j 


2120 

j 


29 


A*680l 


941.12 


KVFPYALINK | 


2121 


8.0 


A*2402 


979.02 


AYIDNYNKF j 


2122 


12 


B*0702 


1075,23 


APRTLVYLL | 


2123 


5.5 


B*350I 


1021.05 


FPFKYAAAF | 


2124 


7.2 


B51 


1021.05 


FPFKYAAAF | 


2125 


[5.5 


B*5301 


1021.05 


FPFKYAAAF | 


2126 


9.3 


B*5401 


1021.05 


FPFKYAAAF | 


2127 


10 



C\cSi 




V 



JAN 



'5 



2002 
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Table V. HLA Class II Standard Peptide Binding Affinity. 



Allele 


Nomenclature 


Standard 
Peptide 


SEQ ID 


i Sequence 

/ 


Binding 
Affinity 
(nM) 


DRB1*0101 


DRl 


515.01 1 


2128 ^ 


PKYVKQNTLKLAT 


5.0 


DRB 1*0301 


DR3 


829.02 1 


2129 ^ 


YKTIAFDEEARR 


300 


DRB 1*0401 


DR4w4 


515.01 1 


2130 




PKYVKQNTLKLAT 


45 


DRB 1*0404 


DR4wl4 


717.01 1 


2131 




YARFQSQTTLKQKT 


50 


DRB 1*0405 


DR4wl5 


717.01 


2132 1 


YARFQSQTTLKQKT 


38 


DRB 1*0701 


DR7 


553.01 I 


2133 1 


QYIKANSKFIGITE 


25 


DRB 1*0802 


DR8w2 


553.01 1 


2134 j 




QYIKANSKFIGITE 


49 


DRB 1*0803 


DR8w3 


553.01 1 


2135 1 


QYIKANSKFIGITE 


1600 


DRB 1*0901 


DR9 


553.01 1 


2136 1 


QYIKANSKFIGITE 


75 


DRB1*1101 


DR5wll 


553.01 [ 


2137 1 


QYIKANSKFIGITE 


20 


DRBi-^ilOi 


DR5wl2 


1200.05 1 


Zl JO P 


EALIHQLKIInTYVLS 


nr\o 


DRB1*1302 


DR6wl9 


650.22 1 


2139 


J QYIKAN AKFIGITE 


3.5 


DRB1*1501 


DR2w2pl 


507.02 


2140 


^GRTQDENPVVHFFK 

NIVTPRTPPP 
1 


9.1 


DRB3*0101 


DR52a 


511 


2141 


^GQIGNDPNRDIL 


470 


DRB4*0101 


DRw53 


717.01 1 


2142 


YARFQSQTTLKQKT 


58 


DRB5*0101 


DR2w2p2 


553.01 y 


2143 


^QYIKANSKFIGITE 


20 



The "Nomenclature" column 

SF tl.»6.ViI vl • 



lists the allelic designations used in Tables XIX and 



XX. 
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le XXII. Cr ss-reactive binding of CEA analog peptides 



AA Sequence 



A •0201 
nM 



A*0202 
nM 



A*0203 
nM 



A*0206 
nM 



1 ) Wild-type peptides presented for reference purposes. 

2) indicates binding afTinity =10,OOOnM. 



:0? 





A*6802 
nM 



No. A2 
Alleles 
Bound 



CEA.24 


9 


LLTFWNPPT 


2144 1 


179 


1720 


67 


755 




2. 


CEA.24M2V9 


9 


LMTFWNPPV 


2145 1 


4.5 


782 


7.7 


34 


3333 


3 


CEA.24V9 


9 


LLTFWNPPV 


2146 1 


16 ■ 


307 


26 


56 


952 


A 


CEA.78 


9 


QUGYVIGT 


2147 1 


313 


148 


106 


100 


150 


c 

5 


CEA.78L2V9 


9 


OLIGYVIGV 


2158 1 


9.4 


5.9 


2.3 


21 


2.3 


J 


CEA.233 


10 


VLYGPDAPTI 


2149 1 


128 


606 


Z /U 








CEA.233VIO 


10 


VLYGPDAPTV 


2150 1 


26 


430 


16 


206 


952 


4 


CEA.411 


10 


VLYGPDDPTI 


1 2151 


294 


358 


476 


7400 




3 


CEA,411V10 


10 


VLYGPDDPTV 


1 2152 


161 


105 


91 


2467 




3 


CEA.569 


9 


YVCGIQNSV 


I 2153 


98 


358 


159 


80 


181 


5 


CEA.569L2 


9 


YLCGIQNSV 


I 2154 


50 


24 


12 


31 


3478 


4 


CEA.589 


9 


VLYGPDTPI 


\ 2155 


200 


878 


53 


638 




2 


CEA.589V9 


9 


VLYGPDTPV 


I 2156 


20 


165 


91 


154 


9756 


4 


CEA.605 


9 


YLSGANLNL 


1 2157 


28 


165 


2.4 


804 




3 


CEA.605V9 


9 


YLSGANLNV 


1 2158 


73 


13 


13 


80 


1600 


4 


CEA.687 


9 


ATVGIMIGV 


1 2159 , 


f 


8.8 


20 


11 


0.80 


5 


CEA.687L2 


9 


ALVGIMIGV 


1 2160 i 


10 


63 


31 


100 


102 


5 


CEA.691 


9 


IMIGVLVGV 


1 2161 1 


69 


62 


13 


106 


89 


5 


CEA.691L2 


9 


ILIGVLVGV 


12162/ 


22 


8.0 


3.2 


16 


160 


5 
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^ TABLE XXII A A01 Analog Peptides 



Peptide 




Seauence 


ySEQ ID NO. 


Source 


A 0101 nM 


52.0105 


11 


RVDGNRQIIGY > 


¥ 2163 11 


C/tA.7<2 


Z94.1 


52.0109 


11 


RSDSVILNVLY 


^ M A ft 

2164 1 


OCA OOC 


47.ii 


52.0113 


11 


HSDPVILNVLY | 


2165 // 


/^c A >i no 


2o.o 


52.0116 


11 


RSDPVTLDVLY 1 


2166 /| 


UtA.Ool 


7.0 


57.0004 


9 


QQDTPGPAY S 


^tAe^^ ft 

2167 W 


OCA QV m 


eft Q 
OD.O 


57.0007 


9 


AADNPPAQY | 


2168 / 


CEA.261.D3 


45.5 


57.0008 


9 


ITDNNSGSY | 


2169 1 


CEA.289.D3 


96.2 


57.001 


9 


VTDNDVGPY | 


i 2170 1 


CEA.383.D3 


4.1 


57.001 1 


9 


PTDSPSYTY \ 


2171 / 


CEA.418.D3 


37.9 


57,0012 


9 


TIDPSYTYY 


1 2172 1 


CEA.419.D3 


3.1 


57.0013 


9 


AADNPPAQY 


1 2173 1 


CEA.439.D3 


44.6 


57.0014 


9 


ITDKNSGLY 


S 2174 1 


CEA.467.D3 


11.9 


57.0103 


10 


PTDSPLNTSY 


1 2175 1 


CEA.240.D3 


266 


57.0104 


10 


PTDSPSYTYY 


1 2176 f 


CEA.418.D3 


1.1 


57.0105 


10 


HTASNPSPQY 


1 2177 1 


CEA.616.T2 


131.6 


57.0106 


10 


HSDSNPSPQY 


\\2178| 


CEA.616.D3 


44.6 
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52.0033 

52.0038 

52.0137 

52.0138 

52.0141 

52.0142 

52.0144 

52.0145 

52.0146 

52.0147 

57.0036 

57.0037 

57.0038 

57.0039 

57.0041 

57.0042 

57.0044 

57.0045 

57.0072 

57.0073 

57.0074 

57.0075 

57.0076 

57.0077 

57,0078 

57.0079 
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Table XXIIC A24 Analog Peptides 





Sequence 


/$EQ ID NO; 


8 


lYPNASLL 


/ 2190 


8 


SWFVNGTF / 


^ 2191 


11 


RWCIPWQRLLL 


2192 


11 


PWQRLLLTASL 


2193 


11 


FYTLHVIKSDL 


2194 


11 


TYLWWVNNQSL 


2195 


11 


TYLWWVNNQSL 


2196 


11 


SYTYYRPGVNL 


2197 i 


11 


TYYRPGVNLSL 


2198 fl 


11 


TYLWWVNGQSL 


2199 


9 


RYCIPWQRF 


2200 


9 


lYPNASLLF 


2201 ; 


9 


LYWVNNQSF 


2202 


9 


LYGPDAPTF 


2203 ' 


9 


TYYRPGVNF 


2204 1 


9 


LY\WNGQSF 


2205 


9 


QYSWRINGF 


2206 


9 


TYACFVSNF 


2207 


10 


RYCIPWQRLF 


2208 j 


10 


FYNPPTTAKF 


2209 j 


10 


VYPELPKPSF 


2210 1 


10 


TYQQSTQELF 


2211 1 


10 


VYAEPPKPFF 


1 2212 J 


10 


YYRPGVNLSF 


1 2213 1 


10 


QYSWLIDGNF 


\ 2214 j 


^ n 
1 \j 


SYL3GANLNF 


\ 2215 §/ 




Source 

CEA.101 

CEA.270 

CEA.10 

CEA.14 

CEA.119 

CEA.175 

CEA.353 

CEA.423 

CEA.425 

CEA.531 

CEA.10.Y2F9 

CEA.101.F9 

CEA.177.Y2F9 

CEA.234.F9 

CEA.425.F9 - 

CEA.533.Y2F9 

CEA.624.F9 

CEA.652.F9 

CEA.10.Y2F10 

CEA.27.Y2F10 

CEA.140.F10 

CEA.276,Y2 

GEA.318.F10 

CEA.426.F10 

CEA.446.F10 

CEA.604.F10 



A*2401 nM 
176.5 
480 
151.9 
324.3 
480 
85.7 
46.2 
218.2 
131.9 
92.3 
190.5 
2.2 
63.2 
63.2 
52.2 
15.8 
109.1 
8.6 
26.1 
181.8 
106.2 
307.7 
26.7 
10 
60 
10 
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Table XXIX. DR supertype primary binding 





DR147 


Peptide 


Algo 




Sum 


39.0217 


2 


39.0218 


3 


39.0219 


2 


39.0220 


3 


39.0221 


2 


39.0222 


2 


39.0223 


3 


39.0224 


2 


39.0225 


2 


39.0226 


3 


39.0227 


3 


39.0228 


2 


39.0229 


2 


39.0230 


2 


39.0231 


2 


39.0232 


2 


39.0233 


3 


39.0234 


2 


39.0235 


2 


39.0236 


2 


39.0237 


2 


39.0238 


3 


39.0239 


2 


39.0240 


3 



Sequence 




Source 



DRl 
nM 



DR4w4 
nM 



DR7 
nM 



DRI47 
Cross- 
reactivity 



RWCIPWQRLLLTASL 
QRLLLTASLLTFWNP 
EVLLLVHNLPQHLFG 
GREIIYPNASLLIQN 
EIIYPNASLLIQNII 
NASLLIQNIIQNDTG 
DTGFYTLHVIKSDLV 
YPELPKPSISSNNSK 
KPSISSNNSKPVEDK 
YLWWVNNQSLPVSPR 
LWWVNNQSLPVSPRL 
QYSWFVNGTFQQSTQ 
DTGLNRTTVTTITVY 
KPFITSNNSNPVEDE 
NRTLTLLSVTRNDVG 
QELFISNITEKNSGL 
RTTVKTITVSAELPK 
SAELPKPSISSNNSK 
LDVLYGPDTPIISPP 
TQVLFIAKITPNNNG 
QVLFIAKITPNNNGT 
YACFVSNLATGRNNS 
NNSIVKSITVSASGT 
NSIVKSITVSASGTS 



CEA.IO 


8.2 


542 


357 


3 


CEA.16 








0 


CEA.50 


2.0 


52 


53 


3 


CEA.97 


8.1 


484 


45 


3 


CEA.99 


14 


1154 


156 


2 


CEA.104 


4546 






0 


CEA.l 16 


69 


1731 


227 


2 


CEA.141 


5556 






0 


CEA.l 46 


2381 




7576 


0 


CEA.l 76 


0.59 


8-0 


42 


3 


CEA.l 77 


217 


1552 


3049 


1 


CEA.268 


192 


80 


926 


3 


CEA,305 






2841 


0 


CEA.324 








0 


CEA.375 


238 






1 


CEA.460 




2500 




0 


CEA.488 


455 


7031 


317 


2 


CEA.497 








0 


CEA.587 








0 


CEA-637 


61 




6579 


1 


CEA.638 


42 


1875 




1 


CEA.653 


208 


1667 


3571 


1 


CEA.665 


91 


25 


676 


3 


CEA.666 


78 


25 


329 


3 



-- indicates binding affinity =10,000nM. 
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Table XXXL DR3 binding 



rcpuac 




/SEQ ID NO: 

/ 


i Source 

! 1 
i 


DR3 
nM 


39,0313 


QNIIQNDTOr Y 1 LHV 


1 




2350 


CPA 1 in 


7 Jo 


39.03 14 


LH VlK.c>ULVNritiA 1 0 


1 




2351 


'i CPA 179 




39.0315 


KSDLVNEEATGQrRV 


1 




2352 


1 CPA 




39.0316 


SDLVNEEATGQrKV Y 


1 




2353 


1 CP A I 97 




39.03 1 7 


KICC A T/^/^PD \/VDd P 

NbtA 1 0(>^r KV Y rilLr' 


1 




2354 , 


( CEA 131 




jy.ui I IS 


is^r KV Y rtLrlvroloo 


1 




2355 1 


CEA 137 






A V Ar 1 L-trti 1 l^UA I i 


1 




2356 ;,f 


CEA 162 






1 Ao YiStL-tJ 1 l^iNr VoAK 


1 




2357 f' 


CEA 2 1 0 






IN V L Y vji UAr 1 lor LIN 


1 




2358 I' 


CEA 232 




39.0322 


I S P L N TS Y O t-N L N 


1 




2359 i 






39.0323 


SGSYTCQAHNbU itjL 


1 




2360 1 


CPA 9Q4 




39.0324 


TITV Y AEPPiCr r 1 1 o 


1 




2361 1 


CP A 1 S 




39.0323 


o Nr V bUiiU A V AL 1 ti 


1 




2362 1 


CEA 332 




39.0326 


AVALTCEPblQN 1 1 Y 






2363 1 


CPA 'KAO 




39.0327 


NQSLPVSPRLQLbNU 






2364 


CPA "XftCi 




39.0328 


RLOLSNDNRTLTLLS 


: 




2365 


CEA,368 


938 


39.0329 


ECGIQNELSVDHSDP 






2366 


CEA.392 




39.0330 


QNELSVDHSDPVILN 


I 




2367 


CEA.396 


3659 


39.0331 


NVLYGPDDPTISPSY 






2368 


CEA.410 




39.0332 


GVNLSLSCHAASNPP 






2369 


CEA,430 




39.0333 


TITVSAELPKPSISS 






2370 


CEA,493 




39.0334 


AVAFTCEPEAQNTTY 






2371 


CEA.518 




39.0335 


SDPVTLDVLYGPDTP 






2372 


CEA.582 




39.0336 


DVLYGPDTPIISPPD 






2373 


CEA.588 




39.0337 


GANLNLSCHSASNPS 






^ 2374 


CEA.608 





~ indicates binding affinity =10,000nM. 
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